High Resolution Immune Cell Atlas Reveals Epigenetic Reprogramming in Healthy Human Aging
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Fine Grained Cell Labeling via Trimodal Assay

36 Cell Types in Hierarchy
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Identification of Universal and Cell-Type-Specific Aging Factors
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cell types. Factor 12, accounting for < 5% of variance identifies cell-type-specific TFs.

Take-Home Message

Using a large, paired multi-omic human PBMC atlas, we developed a machine learning
model that enabled precise, automated immune cell identification in scATAC-seq data.

We detect age-associated shifts in chromatin accessibility, including universal and cell-
type-specific changes in transcription factor activity across many immune cell subsets.

These regulatory changes provide insight into immune aging and disease that precede or
are not captured by transcriptional measurements alone.

cells during aging.

Human Immune Health Atlas scRNA here:
scATAC data coming soon
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